Appendix 1

Table I; Web sites of different databases

Protein sequence (primary)
SWISS-PROT
PIR-International

Pratein sequence (composite)
OWL

NRDB

Frotein sequency (secondary)
PROSITE

PRINTS

Plam

Muacromelecular structures
Prytein Data Bank (PDB)
Nuelcie Acids Database (NDB})
HIY Prutcase Ditabose
HReLiBase

PDDsum

CATH

scov

FSSp

Nueleokide sequences
GenDank

ENDBL

DDBnJg

Genone sequendes

Entrez genomes
GeneCensus

COGs

Integrated databases
Intert'ro

Sequence reloieval systern (SRS)

Entrez

www.expasy.civ/sprot/sprot-top.html

www.mips.biechem.mpg.de/proi/protseqdb

www.bioinf.man.ac.uk/dbbrowser/OWL

www.nchi.nlm.anih.gov/entrez/query.fogi?db=Protein

www,expasy.ch/prosite

www,bhininf.man.ac,uk/dbbrowser/PRINTS/PRINTS. him]

www.sanger.acuk/Plam/

www.resh.org/pdb
ndbserver.rutgers.edu/

wiw.neifergov/ CRYS/HIVAB/NEW_DATABASE

www Lebilac.ok:8081/Mome html
www hiochem uel ac.uk/bsm/pdbsum
www hinchem,uchac.uk/sm/coth
s¢op.mre-lmb.canLac.uk/scop

www2 emhl-ehiac.uk/dali/fssp

wwrw, nchlnlmonih.gov/Genbank
www, rhiacuk'embl

www, ddhj .'rsi.z. u.l‘:,jp

wwrw_nehinim.nih.govientrez/guery fogi?db=CGenome

bleinfo.mbh.yale edweenome

waw.nchinlimaih.gov/COG

wwew.ehiacukfinterpro
woww e pasy chisrsS

www.nehi.nlm.nih.gov/Entrez




Appendix II

Procheck Summary of Predicted Models
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